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These indexes are calculated from the results of the Microbiome Profile, with scores ranging from 1 to 5,
and do not include consideration of dysbiotic and pathogenic bacteria, yeast, parasites and viruses that may
be reported in subsequent sections of the GI360™ test.
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Diversity Score

A diversity score of 3 indicates an expected amount of diversity, with 4 & 5 indicating an increased
distribution of bacteria based on the number of different species and their abundance in the sample,
calculated based on Shannon’ s diversity index. Scores of 1 or 2 indicate less diversity than the defined
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